confirming that CDI is responsible for substantial morbidity and presumably mortality in Australia.
There is clear evidence that CD RT027 causes more severe disease 8 and also has a reduced cure rate and an increased risk of relapse 9 .
Other emergent strains of CD have contributed to the increasing burden of disease and also the changing the pattern of CDI 10, 11 .
CD RT078 for example, shares genetic virulence characteristics with CD RT027, has been shown to cause severe disease and is associated with community-acquired infection 10 .
Australia was forewarned of the possibility for arrival of CD RT027 We eventually identified 12 patients at our institution over a period of 9-months with RT244 CDI and a retrospective case-control study found that RT244 CDI was more severe, and death was 13-times more likely in patients infected with this strain compared to non-RT244 CDI controls 18 . One-third of infections were community acquired. In October 2011 CDI due to RT244 was reported also in New Zealand and was also found to cause more severe disease and was also frequently community acquired 
